NCBI Virus

Curated collection of viral sequences and related tools
ncbi.nlm.nih.gov/genome/viruses/

The Viral Genomes page is a hub connecting to all of
NCBI Virus's supported resources and documentation,
as well as other related NCBI resources. It includes all

complete viral genome sequences deposited in the 7’536 RefSeq genomes
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Each module is supported by pipelines that scan newly released
GenBank records, annotate genes and proteins and parse sample
descriptors and then map them to controlled vocabulary. These
processes in turn support a purpose-built search

interface where users can select

sequences based on standardized influenzaviruses \’ 11..
gene, protein and metadataterms.  dengue viruses Q\/

Once sequences are selected, a rotavirus A
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variety of user directed activities.

Need help? Have suggestions? Contactus at m)

info@ncbi.nlm.nih.gov with subject: viral genomes resource
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What’s on the horizon for NCBI Virus?
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I Viewing results for Ebolavirus, taxid:186536  select another virus
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NCBI Virus resources are currently being
redesigned to extend current functionalities to

ownload v | [ lgnment | [ Tree | all virus groups and viroids. Additionally, the

<| page[1]or7o Y newly developed interface provides more
intuitive functionality via a modernized look and
feel. Try it out and let us know what you think!

« Normalized host and isolation source

terms

+ Specialized search, alighnment and

tree-building tools

« Validated full-length genomes and
references

Refine Result  ClearAll
Selected Results: 0 Customize Table £
Sequence type >
Nucleotide (2,347) Protein (0)
Geographic region >
Select Accession Genome Region Host Country
Host >
() kuzeesze  NP-L Homo sapiens Sierra Leone
Isolation source >
Collection Date > D KU296830 NP-L Homo sapiens Sierra Leone
O KU296831 NP-L Homo sapiens Sierra Leone
[:] KU296833 NP-L Homo sapiens Sierra Leone
D KU296834 NP-L Homo sapiens Sierra Leone
D KU296835 NP-L Homo sapiens Sierra Leone

« Standardized gene and protein annotation

Try it out at

ncbi.nlm.nih.gov/labs/virus/vssi/

Introducing at NCBI Labs...

Virus Sequence Selection Interface

nchi.nlm.nih.gov/labs/virus/surveillance#!/

Provides rapid insight into query sequences by

presenting Blastn and Blastp results alongside

their biological and genetic attributes. Virus

Sequence Selection Interface currently supports

BLAST searches for following popular virus

groups: influenzaviruses, rotavirus A, dengue

viruses, West Nile virus, Zika virus, ebolaviruses,

and MERS coronavirus sequences
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for select viral pathogens

Virus Sequence Selection Interface (2]

The Virus Sequence Selection Interface provides rapid insight into query sequences by presenting Blastn and Blastp results alongside their biclogical -
isolation source, host, country, date - and genetic attributes. The interface currently supports BLAST searches for influenzaviruses, rotavirus A, dengue
viruses, West Nile virus, Zika virus, i and MERS i
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Try an Ebolavirus example: KP178538.1

Request ID: KPYX8M3TO14

« Filters
Muliple Alignment | | Phyioganstic Tree & Dovinload ~
Z o Choose Columns Page 1/of25 » N (50 v View 1-20 of 489
8 Coverage | Identity Accession Virus Type Country Host Collection Date
1 100.00. 100.00 3 |Zaire ebolavinus Zaire Liberia Human 2014-08-03
. £ Zaire ebolavirus Zaire Sierra Leone Human 2014-05-27
3 100.00. EX Zaire ebolavirus Zaire Sierra Leone Human 2014-06-18
4 X %.03 Zaire ebolavirus Zaire Sierra Leone Human 2014-06-07

Want to help?

Send us your feedback!
Volunteer to test our new designs!

Send an email to info@ncbi.nlm.nih.gov
with subject “NCBI Virus - testing”.



